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<210> 1 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Ala Lys Pro Glu Ser Gin Glu Ala Ala Pro Leu Ser Gly Pro Cys 
1 5 10 15 



Gly Arg Arg Val lie Thr Ser Arg lie Val Gly Gly Glu Asp Ala Glu 
20 25 30 



Leu Gly Arg Trp Pro Trp Gin Gly Ser Leu Arg Leu Trp Asp Ser His 
35 40 45 



Val Cys Gly Val Ser Leu Leu Ser His Arg Trp Ala Leu Thr Ala Ala 
50 55 60 



His Cys Phe Glu Thr Tyr Ser Asp Leu Ser Asp Pro Ser Gly Trp Met 
65 70 75 80 



Val Gin Phe Gly Gin Leu Thr Ser Met Pro Ser Phe Trp Ser Leu Gin 
85 90 95 



Ala Tyr Tyr Thr Arg Tyr Phe Val Ser Asn lie Tyr Leu Ser Pro Arg 
100 105 110 
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Tyr Leu Gly Asn Ser Pro Tyr Asp lie Ala Leu Val Lys Leu Ser Ala 
115 120 125 



Pro Val Thr Tyr Thr Lys His lie Gin Pro lie Cys Leu Gin Ala Ser 
130 135 140 



Thr Phe Glu Phe Glu Asn Arg Thr Asp Cys Trp Val Thr Gly Trp Gly 
145 150 155 160 



Tyr He Lys Glu Asp Glu Ala Leu Pro Ser Pro His Thr Leu Gin Glu 
165 170 175 



Val Gin Val Ala He He Asn Asn Ser Met Cys Asn His Leu Phe Leu 
180 185 190 



Lys Tyr Ser Phe Arg Lys Asp He Phe Gly Asp Met Val Cys Ala Gly 
195 200 205 



Asn Ala Gin Gly Gly Lys Asp Ala Cys Phe Gly Asp Ser Gly Gly Pro 
210 215 * 220 



Leu Ala Cys Asn Lys Asn Gly Leu Trp Tyr Gin He Gly Val Val Ser 
225 230 235 240 



Trp Gly Val Gly Cys Gly Arg Pro Asn Arg Pro Gly Val Tyr Thr Asn 
245 250 * 255 



He Ser His His Phe Glu Trp He Gin Lys Leu Met Ala Gin Ser Gly 
260 265 270 



Met Ser Gin Pro Asp Pro Ser Trp Leu Glu His His His His His His 
275 280 285 



<210> 2 

<211> 287 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr He 
15 10 15 



Ser Tyr He Tyr Ala Asp Pro Met Ala He Val Gly Gly Glu Asp Ala 
20 25 ~ 30 



Glu Leu Gly Arg Trp Pro Trp Gin Gly Ser Leu Arg Leu Trp Asp Ser 
35 40 45 
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His Val Cys Gly Val Ser Leu Leu Ser His Arg Trp Ala Leu Thr Ala 
50 55 60 



Ala His Cys P ne Glu Tnr Ty*" Se *" Asp Leu Ser Asp Pro Ser Gly Trp 
65 70 75 80 



Met Val Gin Phe Gly Gin Leu Thr Ser Met Pro Ser Phe Trp Ser Leu 
85 90 95 



Gin Ala Tyr Tyr Thr Arg Tyr Phe Val Ser Asn He Tyr Leu Ser Pro 
100 105 110 



- Arg-Tyr-Leu-Gly-Asn-Ser-Pro-Tyr-Asp-T-le- Ala-Leu- Val- Lys— Leu~Ser- 
115 120 125 



Ala Pro Val Thr Tyr Thr Lys His He Gin Pro He Cys Leu Gin Ala 
130 135 140 



Ser Thr Phe Glu Phe Glu Asn Arg Thr Asp Cys Trp Val Thr Gly Trp 
145 150 155 * 160 



Gly Tyr He Lys- Glu Asp Glu Ala Leu Pro Ser Pro His Thr Leu Gin 
165 170 175 



Glu Val Gin Val Ala He He Asn Asn Ser Met Cys Asn His Leu Phe 
180 185 190 



Leu Lys Tyr Ser Phe Arg Lys Asp He Phe Gly Asp Met Val Cys Ala 
195 200 205 



Gly Asn Ala Gin Gly Gly Lys Asp Ala Cys Phe Gly Asp Ser Gly Gly 
210 215 220 



Pro Leu Ala Cys Asn Lys Asn Gly Leu Trp Tyr Gin He Gly Val Val 
225 230 235 240 



Ser Trp Gly Val Gly Cys Gly Arg Pro Asn Arg Pro Gly Val Tyr Thr 
245 250 255 



Asn He Ser His His Phe Glu Trp He Gin Lys Leu Met Ala Gin Ser 
260 265 270 



Gly Met Ser Gin Pro Asp Pro Ser Trp His His His His His His 
275 280 285 
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<210> 3 

<211> 340 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Gly Ala Arg Gly Ala Leu Leu Leu Ala Leu Leu Leu Ala Arg Ala 
15 10 15 



Gly Leu Arg Lys Pro Glu Ser Gin Glu Ala Ala Pro Leu Ser Gly Pro 
20 25 30 



Cys Gly Arg Arg Val lie Thr Ser Arg lie Val Gly Gly Glu Asp Ala 
35 40 45 



Glu Leu Gly Arg Trp Pro Trp Gin Gly Ser Leu Arg Leu Trp Asp Ser 
50 55 60 



His Val Cys Gly Val Ser Leu Leu Ser His Arg Trp Ala Leu Thr Ala 
65 70 75 80 



Ala His Cys Phe Glu Thr Tyr Ser Asp Leu Ser Asp Pro Ser Gly Trp 
85 90 95 



Met Val Gin Phe Gly Gin Leu Thr Ser Met Pro Ser Phe Trp Ser Leu 
100 105 110 



Gin Ala Tyr Tyr Thr Arg Tyr Phe Val Ser Asn. He Tyr Leu Ser Pro 
115 120 125 



Arg Tyr Leu Gly Asn Ser Pro Tyr Asp He Ala Leu Val Lys Leu Ser 
130 135 140 



Ala Pro Val Thr Tyr Thr Lys His lie Gin Pro He Cys Leu Gin Ala 
145 150 155 . 160 



Ser Thr Phe Glu Phe Glu Asn Arg Thr Asp Cys Trp Val Thr Gly Trp 
165 170 175 



Gly Tyr He Lys Glu Asp Glu Ala Leu Pro Ser Pro His Thr Leu Gin 
180 185 190 



Glu Val Gin Val Ala He He Asn Asn Ser Met Cys Asn His Leu Phe 
195 200 205 



Leu Lys Tyr Ser Phe Arg Lys Asp . He Phe Gly Asp Met Val Cys Ala 
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210 215 220 



Gly Asn Ala Gin Gly Gly Lys Asp Ala Cys Phe Gly Asp Ser Gly Gly 
225 230 235 240 



Pro Leu Ala Cys Asn Lys Asn Gly Leu Trp Tyr Gin lie Gly Val Val 
245 250 255 



Ser Trp Gly Val Gly Cys Gly Arg Pro Asn Arg Pro Gly Val Tyr Thr 
260 265 270 



Asn lie Ser His His Phe Glu Trp He Gin Lys Leu Met Ala Gin Ser 
275 280 285 



Gly Met Ser Gin Pro Asp Pro Ser Trp Pro Leu Leu Phe Phe Pro Leu 
290 295 300 



Leu Trp Ala Leu Pro Leu Leu Gly Pro Val Asp Pro Ala Phe Leu Tyr 
305 310 315 320 



Lys Val Val Arg Ser Arg Met Ala Ser Tyr Pro Tyr Asp Val Pro Asp 
325 330 335 



Tyr Ala Ser Leu 
340 



<210> 4 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Ala Arg Gly Ala Leu Leu Leu Ala Leu Leu Leu Ala Arg Ala 
15 10 15 



Gly Leu Arg Lys Pro Glu Ser Gin Glu Ala Ala Pro Leu Ser Gly Pro 
20 25 30 



Cys Gly Arg Arg Val He Thr Ser Arg He Val Gly Gly Glu Asp Ala 
35 40 45 



Glu Leu Gly Arg Trp Pro Trp Gin Gly Ser Leu Arg Leu Trp Asp Ser 
50 55 60 



His Val Cys Gly Val Ser Leu Leu Ser His Arg Trp Ala Leu Thr Ala 
65 70 75 80 
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Ala His Cys Phe Glu Thr Tyr Ser Asp Leu Ser Asp Pro Ser Gly Trp 
85 90 95 

Met Val Gin Phe Gly Gin Leu Thr Ser Met Pro Ser Phe Trp Ser Leu 
100 105 no 

Gin Ala Tyr Tyr Thr Arg Tyr Phe Val Ser Asn lie Tyr Leu Ser Pro 
115 120 125 

Arg Tyr Leu Gly Asn Ser Pro Tyr Asp lie Ala Leu Val Lys Leu Ser 
130 135 140 

Ala Pro Val Thr Tyr Thr Lys His lie Gin Pro lie Cys Leu Gin Ala 

14 5 is 0 ■ 1 5 5 -16 0- 



Ser Thr Phe Glu Phe Glu Asn Arg Thr Asp Cys Trp Val Thr Gly Trp 
165 170 ~ 175 

Gly Tyr He Lys Glu Asp Glu Ala Leu Pro Ser Pro His Thr Leu Gin 
180 185 190 

Glu Val Gin Val Ala He He Asn Asn Ser Met Cys Asn His Leu Phe 
195 200 205 

Leu Lys Tyr Ser Phe Arg Lys Asp He Phe Gly Asp Met Val Cys Ala 
210 215 220 

Gly Asn Ala Gin Gly Gly Lys Asp Ala Cys Phe Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ala Cys Asn Lys Asn Gly Leu Trp Tyr Gin He Gly Val Val 
245 250 * 255 

Ser Trp Gly Val Gly Cys Gly Arg Pro Asn Arg Pro Gly Val Tyr Thr 
260 265 270 

Asn He Ser His His Phe Glu Trp He Gin Lys Leu Met Ala Gin Ser 
275 280 285 

Gly Met Ser Gin Pro Asp Pro Ser Trp Pro Leu Leu Phe Phe Pro Leu 
290 295 300 



Leu Trp Ala Leu Pro Leu Leu Gly Pro Val 
305 3i 0 
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<210> 5 

<211> 486 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Ala Pro lie Leu Gly Tyr Trp Lys lie Lys Gly Leu Val Gin Pro 
1 5 10 15 



Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu 
20 25 30 



Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu 
35 40 45 



Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lie Asp Gly Asp Val Lys 
50 55 60 



Leu Thr Gin Ser Met Ala He lie Arg Tyr He Ala Asp Lys His Asn 
65 70 75 80 



Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu He Ser Met Leu Glu 
85 90 95 



Gly Ala Val Leu Asp He Arg Tyr Gly Val Ser Arg lie Ala Tyr Ser 
100 105 110 



Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu 
115 120 125 



Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn 
130 135 140 



Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp 
145 150 155 160 



Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu 
165 170 175 



Val Cys Phe Lys Lys Arg He Glu Ala He Pro Gin He Asp Lys Tyr 
180 185 190 

Leu Lys Ser Ser Lys Tyr He Ala Trp Pro Leu Gin Gly Trp Gin Ala 
195 200 205 

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Leu Val Pro Arg 
210 215 220 
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His Asn Gin Thr Ser Leu Tyr Lys Lys Ala Gly Phe Glu Asn Leu Tyr 
225 230 235 240 



Phe Gin Gly Val Val Gly Gly Glu Glu Ala Ser Val Asp Ser Trp Pro 
245 250 255 



Trp Gin Val Ser lie Gin Tyr Asp Lys Gin His Val Cys Gly Gly Ser 
260 265 270 



lie Leu Asp Pro His Trp Val Leu Thr Ala Ala His Cys Phe Arg Lys 
275 280 285 



-His-Thr-Asp-Val— Phe-Asn-Trp-Lys~Val-Arg-Ala-Gly-Ser-Asp-Lys~Leu- 
290 295 300 



Gly Ser Phe Pro Ser Leu Ala Val Ala Lys He He He lie Glu Phe 
305 310 315 320 



Asn Pro Met Tyr_Pro Lys Asp Asn Asp lie Ala Leu Met Lys Leu Gin 
325 330 335 



Phe Pro Leu Thr Phe Ser Gly Thr Val Arg Pro He Cys Leu Pro Phe 
340 345 350 



Phe Asp Glu Glu Leu Thr Pro Ala Thr Pro Leu Trp He He Gly Trp 
355 360 365 



Gly Phe Thr Lys Gin Asn Gly Gly Lys Met Ser Asp He Leu Leu Gin 
370 375 380 



Ala Ser Val Gin Val He Asp Ser Thr Arg Cys Asn Ala Asp Asp Ala 
385 390 395 400 



Tyr Gin Gly Glu Val Thr Glu Lys Met Met Cys Ala Gly He Pro Glu 
405 410 415 



Gly Gly Val Asp Thr Cys Gin Gly Asp Ser Gly Gly Pro Leu Met Tyr 
420 425 430 



Gin Ser Asp Gin Trp His Val Val Gly He Val Ser Trp Gly Tyr Gly 
435 440 445 



Cys Gly Gly Pro Ser Thr Pro Gly Val Tyr Thr Lys Val Ser Ala Tyr 
450 455 460 
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Leu Asn Trp lie Tyr Asn Val Trp Lys Ala Glu Leu Ser Asn Trp Ser 
465 470 475 480 



His Pro Gin Phe Glu Lys 
485 



<210> 6 

<211> 391 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Lys Val lie Leu Asp Lys Tyr Tyr Phe Leu Cys Gly Gin Pro Leu 
15 10 15 



His Phe lie Pro Arg Lys Gin Leu Cys Asp Gly Glu Leu Asp Cys Pro 
20 25 30 



Leu Gly Glu Asp Glu Glu His Cys Val Lys Ser Phe Pro Glu Gly Pro 
35 40 45 



Ala Val Ala Val Arg Leu Ser Lys Asp Arg Ser Thr Leu Gin Val Leu 
50 55 60 



Asp Ser Ala Thr Gly Asn Trp Phe Ser Ala Cys Phe Asp Asn Phe Thr 
65 70 75 80 



Glu Ala Leu Ala Glu Thr Ala Cys Arg Gin Met Gly Tyr Ser Ser Lys 
85 90 95 



Pro Thr Phe Arg Ala Val Glu lie Gly Pro Asp Gin Asp Leu Asp Val 
100 105 110 



Val Glu lie Thr Glu Asn Ser Gin Glu Leu Arg Met Arg Asn Ser Ser 
115 120 125 



Gly Pro Cys Leu Ser Gly Ser Leu Val Ser Leu His Cys Leu Ala Cys 
130 135 140 



Gly Lys Ser Leu Lys Thr Pro Arg Val Val Gly Gly Glu Glu Ala Ser 
145 150 155 160 



Val Asp Ser Trp Pro Trp Gin Val Ser lie Gin Tyr Asp Lys Gin His 
165 170 175 



Val Cys Gly Gly Ser lie Leu Asp Pro His Trp Val Leu Thr Ala Ala 
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10 

180 185 190 



His Cys Phe Arg Lys His Thr Asp Val Phe Asn Trp Lys Val Arg Ala 
195 200 205 



Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala Lys lie 
210 215 220 



He He He Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp He Ala 
225 230 235 240 



Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr Val Arg Pro 
245 250 ' 255 



He Cys Leu Pro Phe Phe Asp Glu Glu Leu Thr Pro Ala Thr Pro Leu 
260 265 270 



Trp He He Gly Trp Gly Phe Thr Lys Gin Asn Gly Gly Lys Met Ser 
275 280 285 



Asp He Leu Leu Gin Ala Ser Val Gin Val He Asp Ser Thr Arg Cys 
290 295 300 

Asn Ala Asp Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met Met Cys 
305 310 315 "* 320 

Ala Gly He Pro Glu Gly Gly Val Asp Thr Cys Gin Gly Asp Ser Gly 
325 330 335 

Gly Pro Leu Met Tyr Gin Ser Asp Gin Trp His Val Val Gly He Val 
340 345 350 



Ser Trp Gly Tyr Gly Cys Gly Gly Pro Ser Thr Pro Gly Val Tyr Thr 
355 360 365 

Lys Val Ser Ala Tyr Leu Asn Trp He Tyr Asn Val Trp Lys Ala Glu 
370 375 380 



Leu His His His His His His 
385 390 



<210> 7 

<211> 461 

<212> PRT 

<213> Homo sapiens 



<400> 



7 
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11 

Met Asp Pro Asp Ser Asp Gin Pro Leu Asn Ser Leu Asp Val Lys Pro 
15 10 15 



Leu Arg Lys Pro Arg lie Pro Met Glu Thr Phe Arg Lys Val Gly lie 
20 25 30 



Pro lie lie He Ala Leu Leu Ser Leu Ala Ser He He He Val Val 
35 40 45 



Val Leu He Lys Val He Leu Asp Lys Tyr Tyr Phe Leu Cys Gly Gin 
50 55 60 



Pro Leu His Phe He Pro Arg Lys Gin Leu Cys Asp Gly Glu Leu Asp 

- 6 5 7 0 75 8 0— 



Cys Pro Leu Gly Glu Asp Glu Glu His Cys Val Lys Ser Phe Pro Glu 
85 90 95 



Gly Pro Ala Val Ala Val Arg Leu Ser Lys Asp Arg Ser Thr Leu Gin 
100 105 110 



Val Leu Asp Ser Ala Thr Gly Asn Trp Phe Ser Ala Cys Phe Asp Asn 
115 120 125 



Phe Thr Glu Ala Leu Ala Glu Thr Ala Cys Arg Gin Met Gly Tyr Ser 
130 135 140 



Ser Lys Pro Thr Phe Arg Ala Val Glu He Gly Pro Asp Gin Asp Leu 
145 150 155 160 



Asp Val Val Glu He Thr Glu Asn Ser Gin Glu Leu Arg Met Arg Asn 
165 170 175 



Ser Ser Gly Pro Cys Leu Ser Gly Ser Leu Val Ser Leu His Cys Leu 
180 185 190 



Ala Cys Gly Lys Ser Leu Lys Thr Pro Arg Val Val Gly Gly Glu Glu 
195 200 205 



Ala Ser Val Asp Ser Trp Pro Trp Gin Val Ser He Gin Tyr Asp Lys 
210 215 220 



Gin His Val Cys Gly Gly Ser He Leu Asp Pro His Trp Val Leu Thr 
225 230 ~ 235 240 
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Ala Ala His Cys Phe Arg Lys His Thr Asp Val Phe Asn Trp Lys Val 
245 250 255 



Arg Ala Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala 
260 265 270. 



Lys lie lie lie lie Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn, Asp 
275 280 285 



He Ala Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr Val 
290 295 300 



Arg Pro He Cys Leu Pro Phe Phe Asp Glu Glu Leu Thr Pro Ala Thr 
305 310 315 320 



Pro Leu Trp lie lie Gly Trp Gly Phe Thr Lys Gin Asn Gly Gly Lys 
325 330 335 . 



Met Ser Asp He Leu Leu Gin Ala Ser Val Gin Val He Asp Ser Thr 
340 345 350 



Arg Cys Asn Ala Asp Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met 
355 360 365 



Met Cys Ala Gly He Pro Glu Gly Gly Val Asp Thr Cys Gin Gly Asp 
370 375 380 



Ser Gly Gly Pro Leu Met Tyr Gin Ser Asp Gin Trp His Val Val Gly 
385 390 395 400 



He Val Ser Trp Gly Tyr Gly Cys Gly Gly Pro Ser Thr Pro Gly Val 
405 410 415 



Tyr Thr Lys Val Ser Ala Tyr Leu Asn Trp He Tyr Asn Val Trp Lys 
420 425 430 



Ala Glu Leu Asp Pro Ala Phe Leu Tyr Lys Val Val Arg Ser Arg Met 
435 440 445 



Ala Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser Leu 
450 455 460 



<210> 8 

<211> 27 

<212> DNA 

<213> Artificial sequence 
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13 

<220> 

<223> Synthetic 
<400> 8 

atgggcgcgc gcggggcgct gctgctg - 27 



<210> 9 

<211> 33 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic 
<400> 9 

ttatcagacc ggccccagga gtgggagagc cca 



33 



<210> 10 

<211> 63 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 10 

ttatcacgcg tagtccggca cgtcgtacgg gtagccgacc ggccccagga gtgggagagc 
cca 



<210> 11 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 11 

cacauccagc ccaucuguc 13 

<210> 12 > 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 12 

gaggaugagg cacugccau 19 

<210> 13 

<211> 19 

<212> RNA 

<213> Artificial sequence 
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14 



<220> 
<223> 



Synthetic 



<400> 13 

cucuaugugc aaccaccuc 



19 



<210> 14 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 14 

guacaguuuc cgcaaggac 19 



<210> 15 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<210> 16 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 16 

ccgugcuccu ggggcuggg 19 

<210> 17 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 15 

uucuccgaac gugucacgu 



19 



<400> 17 

ggaguuggau cucucagaa 



19 



<210> 18 
<211> 19 
<212> RNA 



<213> Artificial sequence 
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15 



<220> 

<223> Synthetic 



<400> 18 

guuaucaguc ugagccagg 



<210> 19 

<211> 19 

<212> RNA 

<213> Artificial sequence — 
<220> 

<223> Synthetic 

<400> 19 

gccggagucg caggaggcg 19 



<210> 20 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<210> 21 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 21 

accuauagug accuuagug 19 



<210> 22 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 20 

cucgggcguu ggccguggc 



19 



<400> 22 

ccuauaguga ccuuaguga 



19 



■ v 



<210> 23 
<211> 19 
<212> RNA 



<213> Artificial sequence 



<220> 
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16 



<223> Synthetic 



<400> 23 

uucacccuau gacauugcc 



19 



<210> 24 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 24 \ 

gcugucugca ccugucacc 19 



-<210> — 25 

<211> 19 
<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<210> 26 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 26 

agaggaugag gcacugcca 19 



<210> 27 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 25 

ccggacagac ugcugggug 



19 



<400> 27 

guucaggucg ccaucauaa 



19 



<210> 28 
<211> 19 
<212> RNA 



<213> Artificial sequence 



<220> 
<223> 



Synthetic 
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17 



<400> 28 

ggacaucuuu ggagacaug 



19 



<210> 29 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 29 

caagaaugga cugugguau 19 

<210> 30 

< 2 1 1 > — 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<210> 31 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 31 

uggacugugg uaucagauu 19 



<210> 32 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 30 

gaauggacug ugguaucag 



19 



<400> 32 

ucggcccggu gucuacacc 



19 



<210> 33 
<211> 19 
<212> RNA 



<213> Artificial sequence 



<220> 

<223> Synthetic 
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18 



<400> 33 

uaucagccac cacuuugag 



19 



<210> 
<211> 
<212> 
<213> 



Artificial sequence 



34 
19 
RNA 



<220> 
<223> 



Synthetic 



<400> 34 

gucaggcccu gguucucuu 



19 



<210> 35 
<211> 19 

- < 2 1 2 >- — RNA 

<213> Artificial sequence 

<220> 

<223> Synthetic 
<400> 35 

uaaacacauu ccaguugau 19 

<210> 36 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<210> 37 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 37 

acacauucca guugaugcc 19 



<212> RNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 38 



<400> 36 

uaaacacauu ccaguugau 



19 



<210> 
<211> 



38 
19 



WO 2005/046573 PCT/US2004/020741 

cacauuccag uugaugccu 19 
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